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Appendix III 



P03170US/WARF-0204 , ~ " " 1 

23*0 during daylight hours { 1 5h) and dropped to 1 S'C at night. Foliage blight scores were 
recorded 69, 92, j 16, and 163 hours after inoculation. A blight scale, with 0 indicating a dead 
plant and 9 no visibh infection, was used to visually rate disease severity. All the plants were 
tested in three repetitions. The ratings and the ranges of percentage infections associated with 
5 the rating value were as follows: 9, no visible infection; 8, less than 10% infection; 7, 1 1-25% 
infection; 6, 26-40% infection; 5, 41 to 60% infection; 4, 61-70% infection; 3, 71-80% infection; 
2, 81-90% infection; 1 . greater than 90% infection; 0, all dead. Plants with scores of 8 or above 
were scored as resistant and plants with scores of 6.9 or below were scored as susceptible. Plants 
with scores between 6.9 and 8 were scored as intermediate resistant. 
10 Transgenic plants with gene 2 were tested using the above method. 69, 92, 1 16, and 163 

hours after inoculation, the average resistant score for transgenic plants with gene 2 was 7.3. 



Example 5 : 

The following example shows an amino acid comparison between the gene 2 coding 
15 region fi on i tin jsceptibl i 1 ' j lee i the gene 2 

li ii 1 i t 1 i * plib'le 1 7701 3 homolog. The bottom sequence is the gtaie 2 coding 

oat nthei ta homo! it that on the line numbered 451, at residue 454, a single 
nucleotide difference between R and S changes a Tyrosine (Y; resistant) to an amber stop codon. 



1 KAiiAtTOVtd.DWCTSt'i.^^^ ':: 

I i 1 I I I I I I I I I 1 I I I I I I M I I I II I I I I I I II I I I I I I I I I I I I I I I 

i ^EM'TpVLLOWL?;;;^ •, 



IS! " . ,i , , r 

M I ! I I I I 1 I 1 I : i I I i I I I 1 I ! I I ! I I I I i 1 I 1 I I I I I 1 I 1 I I 1 I 1 I 1 i 

5 51 Ci I I 1 1 - J I . < 

20 I y"Ei;F[b:K-v;Tev;e;;s5T)t:;sRLIKAi WSJ eGROT.ppv.MLa .ftia.oXKCQE 2 so 

61 '1 j i , r j i _it esc 

23: t 1 C~J 300 

251 1 a 00 

II el btl) VI 

i 1 I I I 1 1 I Mill I I M I M 1 I 1 I I I M t 1 1 i I I II I 

>vi • 3 5 0 

-42- 



22 



Application Serial No. 10/755,966 
Response dated November 25, 2008 
Reply to Office Action of May 28, 2008 



1 01 701 , V VKI <> 04 



I I I 1 1 I I I I I 1 1 ! 1 I 1 i I 1 I I 1 I 1 I 1 II II 1 I I I 

•KREBRRWEHVP 



! I i I i II 



iii , j i i ,i - Ji- 

ll I 1 I I I I I I I [ II I II M I I I I I I I I 



801 LKGLLKKEGEEQFWl*EEMIIKfiC?EX' 

851 SuW li — II 1 11 i i _ 

I 1 I I I I I 1 1 I i I I I ! I it I I M i i I I I I II i I i I I 1 1 1 i I I 1 I I 

851 PLFMrKNI r J I rs I T I •;, 

»' iriTTi j f - > -i r L J n • IPCCPOI.IKRCE £ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 f 1 1 1 1 r 1 1 1 1 1 u 1 1 1 1 ) i 1 1 f r 1 1 



E xample 6 : 

The following example shows a nucleic acid comparison between the gene 2 coding 
regions from a disease resistant and disease susceptible variety. The top sequence is the gene 2 
coding region from the resistant homolog! The bottom sequence is the gene 2 coding region 
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